Gall midges induce formation of host nutritive cells and alter plant metabolism to
genes in wheat are also temperature-sensitive and lose resistance to Hessian fly above 28°C 9 .
53
Further insights into the molecular aspects of the wheat -Hessian fly interaction are therefore 54 needed to improve wheat resistance. (Fig. 3c) . Heat-shock studies with wheat cultivars containing 129 other R genes gave similar results ( Supplementary Fig. S10 ). Heat-induced wheat susceptibility
130
was not due to a general stress response since susceptibility did not occur in Mds-1-silenced,
131
transgenic plants (Fig. 4) . susceptibility to the rust fungal pathogen ( Supplementary Fig. S12 ). 
188
The mechanism for Mds-1 in wheat susceptibility remains to be determined. The formation of nutritive cells (Fig. 4, Supplementary Fig. S11 ). During compatible interactions, Fig. S12 ).
231
The possible negative impact of Mds-1 silencing on wheat remains to be determined.
232
Initial examination of apparent phenotypic abnormalities in Table S3 ). The PCR fragment was ligated into the γ genome at antisense 321 orientation.
322
Infectious RNA transcripts were synthesized using a mMessage mMachine T7 and plated on CM4 media to initiate the formation of somatic embryo for 2-7 days. Somatic 345 embryos were selected for highly embryogenic calli and were co-bombarded with pAHC20 and
346
GOI plasmids at 1:1 ratio by using the particle inflow gun. After 5 days wheat calli were placed 
356
Epidermal permeability. Neutral red stain (Sigma, St. Louis, MO) was used to 357 determine epidermal permeability as described 4 .
358
Real-time PCR (qPCR). qPCR was performed as described previously 52 . Primers were 359 designed using the software package Beacon Designer 7 (Supplementary Table S3 ). RNA was 360 collected from three biological replicates. Relative fold-changes for transcripts were calculated 361 using the comparative 2 -ΔΔCT method 63 and normalized to actin control.
362
Statistical test. Three biological replicates were carried out for each qPCR analysis.
363
Data were subjected to analysis of variance (ANOVA), and Tukey's honestly significant 
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